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INTRODUCTION-NCBI



• GenBank is a comprehensive public 

database of nucleotide sequences and 

supporting bibliographical and 

biological annotations.

• Builded and Developed by NCBI.

• It was created in 1979 at the Los Alamosn 

National Laboratory and was called 

the Los Alamos Sequence Database. 

• It was renamed GenBank in 1982 and 
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• GenBank is one of the primary database like EMBL and DDBJ

• The content includes genomic DNA, mRNA, cDNA, raw sequence data etc.

• In GenBank text based search method is used.

• GenBank file format is divided into three sections having .gb extension

A)Header

B) Feature

C) Sequence
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• Search for gene PRNP for homo sapiens?
• On which chromosome it is located?
• What other names this gene have?
• How the gene is originated?
• What is function of the gene?
• What is RefSeq status of the entry?
• What is strand information of gene?
• How many single nucleotide variants belong to this gene?
• How many transcript it is having?
• Retrieve the FASTA seq of PRNP gene and report length of sequence?
• Retrieve CDS sequence from largest transcript ?
• What kind of phenotype it is associated with?
• To which protein it is interacted?
• In which tissue it is highly expressed?
• What are the molecular functions, Biological processes and cellular component of PRNP gene?

Assignment for-gene FMR1

EXERCISE QUESTIONS
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